582-bp sequence has been deposited in GenBank as Accession No. HQ231407. Phylogenetic analysis was performed with MEGA4 software using the neighbor-joining method and the Tajima-Nei distance model. The representative isolate showed only one base substitution with sequences from Botryosphaeria dothidea (GQ870285), which infects apple trees (Fig. 3) . Mycological measurements, taxonomic characters, pathogenicity, and molecular data coincided with those of Botryosphaeria dothidea (Moug.) Ces. & De Not. described by Sutton (1990) . To our knowledge, this is the first report of the presence of B. dothidea on sweet crabapple in Korea (The Korean Society of Plant Pathology, 2009). The representative culture of B. dothidea BD001 has been deposited at National Academy of Agricultural Science (KACC 45481). Recent occurrence of the disease suggests that B. dothidea is spreading widely and poses a serious threat to the health of sweet crabapple in Korea. Disease Report Open Access
